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<210> 1 

<211> 15 

<212> PRT 

<213> Homo sapiens 



<400> 1 

Ala Thr Gin Lys lie Thr Tyr Arg lie 
1 5 



<210> 2 
<211> 15 
<212> PRT 
<213> Homo sapiens 





7al Gly lie Asp 
15 



<400> 2 

Phe Gly He Phe Val Val 
1 5 



<210> 3 
<211> 15 
<212> PRT 
<213> Homo sapien, 



p Lys Asn Thr Gly Asp He Asn He 
10 15 



<400> 3 

Leu Asn Ser Lys' He Ala Phe Lys He Val Ser Gin Glu Pro Ala 
1/5 10 15 



<210> 4 
<211> 

<2i2> p: 

<213> Homo sapiens 
<400>/4 

Thr Pro Met Phe Leu Leu Ser Arg Asn Thr Gly Glu Val Arg Thr 

5 10 15 



210> 5 
<211> 15 
<212> PRT 



<213> Homo sapiens 
<400> 5 

Cys Glu Cys Asn lie Lys Val Lys Asp Val Asn Asp Asn Phe Pro 

10 15/ 



<210> 6 

<211> 15 

<212> PRT 

<213> Homo sapiens 



<400> 6 

Ser Ala Arg Thr Leu Asn Asn Arg Tyr Thr Gly Pro 
15 10 



<210> 7 
<211> 15 
<212> PRT 
<213> Homo sapiens 

<400> 7 

Gin Ser Gly Thr Met Arg Thr Arg His Se 
1 5 



/r Thr Phe 
15 




Thr Gly Gly Thr Asn 
15 



<210> 8 

<211> 15 

<212> PRT 

<213> Herpes simplex 



<400> 8 

Phe Arg Gin Leu Val His Phe 
1 5 



il Arg Asp Phe Ala Gin Leu Leu 
10 15 



1 



<210> 9 
<211> 15 
<212> PRT 
<213> Adenovirus type 

<400> 9 

Asp Phe Glu Val Val 
1 5/ 



rhr Phe Leu Lys Asp Val Leu Pro Glu Phe 
10 15 



<210> 10 
<211> 15 
<212> PRT 

<213> Pseudomghas aeruginosa 
<400> 10 

Asp Arg Leu /Leu Met Leu Phe Ala Lys Asp Val Val Ser Arg Asn 
1/5 10 15 



<210> XI 
<211> 
<212> 

<2 13 > /Human Papillomavirus type 7 
<40o£ 11 



* 



lie Gly Gly Arg Val His Phe Phe Lys Asp lie Ser Pro lie Ala 
15 10 15 



<210> 12 
<211> 15 
<212> PRT 

<213> Epstein-Barr virus 
<400> 12 

Thr Gly Gly Val Tyr His Phe Val Lys Lys His Val His Glu 
15 10 



<210> 13 
<211> 15 
<212> PRT 

<213> Influenza virus type A 
<400> 13 

Tyr Arg Asn Leu Val Trp Phe lie Lys Lys Asn Tt 
15 10 



<210> 14 
<211> 15 
<212> PRT 

<213> Reovirus type 3 




<400> 14 

Met Ala Arg Ala Ala Phe Leu Phe Lys 
1 5 



ir Val Gly Phe Gly Gly 
10 15 



<210> 15 
<211> 15 
<212> PRT 

<213> Herpes simplex virus 
<400> 15 

Gly Gly Arg Arg Leu Phe Phe /Val Lys Ala His Val Arg Glu Ser 
1 5/10 15 



<210> 16 
<211> 15 
<212> PRT 

<213> Homo sapiens 
<400> 16 

Glu Asn Pro Val Val/ His Phe Phe Lys Asn lie Val Thr Pro Arg 



10 



15 



<210> 17 
<211> 5 
<212> PRT 

<213> Artificial Sequence 



flC3 



<220> 

<221> VARIANT 
<222> (1) 

<223> Xa# at position 1 is either Val, 



Leu, lie, Met, or 



Phe 

<220> 

<221> VARIANT 
<222> (3) 

<223> Xaa at position 3 may be any amino acid 
<220> 

<221> VARIANT 
<222> (4) 

<223> Xaa at position 4 is either Val, Leu, lie, Met, 
Phe, Tyr, or Trp 



<220> 

<223> Description of Artificial Sequence: 
sequence motif 

<400> 17 

Xaa His Xaa Xaa Lys 
1 5 



<210> 18 
<211> 6 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequenc 
sequence motif 



<220> 

<221> VARIANT 
<222> (1) 

<223> Xaa at position 1 is either , 
Met 



Amino aci 



<220> 

<221> VARIANT 
<222> (2) 

<223> Xaa at position 2 is either Val, Leu, lie, Ala, or 
Met 




Amino acid 



/al , Leu, lie, Ala, 



<220> 

<221> VARIANT 

<222> (3) 

<223> Xaa at position 



is either His, Asn, Gin, or Phe 



<220> 

<221> VARIANT 
<222> (5) 

<223> Xaa at position 5 is either Phe, Tyr, Trp, Val, 
Leu, lie, A/a, or Met 



<220> 

<221> VARIANT 
<222> (6) 
<223> Xaa at 



»osition 



either Lys or Arg 



<400> 18 
Xaa Xaa Xa£ 
1 



Phe Xaa Xaa 
5 



<210> 19 
<211> 5 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Amino acid 
sequence motif 

<220> 

<221> VARIANT 
<222> (1) 

<223> Xaa at position 1 is either Phe, Tyr, Trp, Val 
Leu, lie, Ala, or Met / 

<220> / 
<221> VARIANT / . 

<222> (2) /y^ 

<223> Xaa at position 2 is either His, Asn, Gln^ or Phe 

<220> rz^ 

<221> VARIANT // 

<222> (4) /\ ^ 

<223> Xaa at position 4 is either Phe, Tyr/ Trp, Val, 

Leu, lie, Ala, or Met / 

<220> / 
<221> VARIANT / 
<222> (5) / 

<223> Xaa at position 5 is either Lys^ or Arg 

<400> 19 / 
Xaa Xaa Phe Xaa Xaa - / 
1 5 / 



<210> 20 / 

<211> 5 / 

<212> PRT / 

<213> Artificial Sequence / 

<220> / 

<223> Description of. Artificial Sequence: Amino acid 
sequence motif / 

<220> / 
<221> VARIANT / 
<222> (1) / 
<223> Xaa at position 1 is either Val, Leu, lie, Ala, or 
Met / 

<220> / 
<221> VARIANT / 
<222> (2) / 

<223> Xaa at position 2 is either His, Phe, Tyr, or Trp 

<220> / 
<221> VARIANT 
<222> (3) / 

<223> Xaa a/z position 3 is either Phe, Tyr, Trp, Val, 
Leu,/ or lie 



<220> 

<221> VARIANT 
<222> (4) 

<223> Xaa at position 4 is either Phe, Tyr, Trp, Va 
Leu, or lie 

<400> 20 

Xaa Xaa Xaa Xaa Lys 
1 5 



